Salt treatments of 200 mM NaCl were applied for ten days, using supported hydroponics.
Introduction transparent, then they were washed several times in tap water. This treatment was necessary 123 for the germination of most of the Galapagos tomato seeds (Rush and Epstein, 1976) .
124
Although the commercial varieties did not require bleaching to germinate, the same treatment 125 was applied to all the seeds.
126
Experimental hydroponics setup 127 Eight-centimeter square pots were filled with plastic pellets as a substrate to support the 128 roots. The pellets were chosen for their inert quality and dark color to protect the roots from was repeated for those seeds that did not germinate one week after the first treatment 139 (Darwin, 2009) . Six biological replicates were used for each control and salt treatment.
140
Because different species with different growth habits were being compared, another six 141 replicates were included, to be harvested before the salt treatment was started -thus, the 142 effects of salinity on growth that occurred only during the time of the salt treatment could be 143 calculated, correcting for differences in growth that occurred prior to the salinity treatment.
144
When the cotyledons had emerged fully and the radicle was long enough, the pots were 
166

Salt stress treatment and considerations
167
The use of 8 units of the hydroponics system allowed the salt treatment of a total of 69 nutrient solution prior to NaCl addition (Table S1 ).
186
Sample collection and recording traits related to salinity tolerance
187
Plants were photographed and tissues harvested to measure traits related to plant growth, leaf 188 area, and ion allocation ( Figure 1A) . Photographs of each plant were taken at the start and Sherwood Scientific Ltd., Cambridge, UK).
210
Data analysis
211
A multivariate analysis was performed to assess the effect of the salt-induced changes in the 212 plants under salt stress conditions. The mean of six replicates was calculated for all the 213 measured traits, with the exception of leaf number, for which the mode was calculated 214 instead.
215
All traits were corrected by subtracting the initial measurement (before salt stress treatment)
216
to measure only the differences that occurred during treatment ( Figure S2 ), except for traits 
223
The variability in traits related to salinity tolerance was described using a principal 
Results
253
Galapagos tomatoes are more salt tolerant than the commercial tomato varieties tested Figure S4 ). Plant growth-related traits,
267
such as shoot fresh and dry mass, root fresh and dry mass, total fresh and dry mass and total water content, are also positively and significantly correlated (correlation coefficients 0.69-269 1.00, p-value=0.001) ( Figure S4 ).
270
Interestingly, leaf K concentration in salt-treated plants relative to control plants is negatively 271 correlated with all the leaf traits, some plant growth-related traits, and Na and K in the root.
272
On the other hand, leaf Na concentration in salt-treated plants, relative to control plants, did species, the traits in salt stress relative to control conditions of the same accession were used.
288
Principal component analysis revealed selected traits tendencies and contributions
289
A PCA was performed to reduce data dimensionality and reveal the potential relationships 290 among representative salinity-tolerance traits. In this study, the four main PCA axes had 291 eigenvalues larger than 1 (Table S2) , which indicates that each principal component (PC)
292
accounts for more variance than accounted-for by one of the original variables in the 293 standardized data. This was used as a cut-off to determine the number of PCs to retain.
294
The PC1 explained 33.8% of the total variability between traits/individuals and was 295 associated with most traits, except leaf Na concentration and leaf succulence (Table 1 and 296 Figure 4). The most significant trait for PC1 was the total fresh mass ( Table 1 ). The 297 accessions at the lower end of PC1 are those whose growth was most affected by salinity but
298
were still able to retain high levels of K in the leaf, while at the higher end, there are the 299 accessions with higher levels of plant growth, leaf area, leaf number, and stem and root 300 length.
301
PC2 accounted for an additional 15% of the total variability among seedling traits and 302 appeared to be related to the ion content and some growth traits (Table 1 and 
308
PC3 accounted for 11.7% of the total variability among salinity tolerance-related traits. It was 309 significantly associated with total fresh mass but had a stronger association with leaf traits, 310 such as elongation factor (length/width) and Na concentration (Table 1) . This could suggest 311 that Na concentration in the leaf is independent of the other traits.
312
PC4 accounted for an additional 10% of the total variability and is significantly associated 313 with Na and K accumulation in the leaf and root, but also, with leaf number and area, and 314 root length (Table 1) . tolerance and to see if any of the traits predominantly explain the overall variation.
324
The K-means cluster analysis (MacQueen, 1967) of the surviving 38 accessions of S. 
332
Considering the values of the selected traits, the Euclidean distance between each accession 333 and the cluster mean was calculated to assign the accession to the nearest cluster. A new 334 mean value of each cluster was calculated after an accession was assigned to it and every 335 accession was checked again to see if they were closer to a different cluster. These steps were 336 iteratively repeated until convergence was achieved.
337
Bar plots were used to visualize the distribution of the accessions by cluster for each specific 338 trait, a similar visualization strategy is commonly used when plotting Q-matrices and 339 identifying K clusters in population structure studies (Pritchard et al., 2000) . The accessions 340 were arranged in descending order and the bars are colored by cluster ( Figure S6 ). By 341 visualizing bar plots for all traits, it was easy to identify that the plant fresh mass was 342 predominantly defining the clustering by K=2. From this, it was observed that the accessions 343 of both species were best grouped by their fresh mass production under salt stress relative to 344 control conditions ( Figure S6 ). Thus, the two clusters divide the accessions of each species of
345
Galapagos tomato into those with high tolerance and low tolerance to salinity, in terms of Phenotypic data were also analyzed using a hierarchical clustering approach (Figure 6 concentration and leaf elongation (Table 2) .
371
The S. galapagense accessions also separated into two clusters ( Figure 6B ), based on their 372 relative fresh mass, leaf area, root Na, root K, leaf K, and green pixel count. The cluster with 373 high relative fresh mass was divided into two clusters differing in leaf succulence, leaf Na 374 concentration and root length (Table 2) .
375
The phenotypic data collected were integrated into a Shiny App: Isla_Tomate, comparison with p-value < 0.05. The data for both species showed that clustering by plant 381 fresh mass forms two significant groups ( Figure S7 ), which we can divide into the two 382 groups of high and low salinity-tolerance accessions.
383
The dendrograms presented in Figure 6 represent how similar individual accessions react to 
483
Increase in leaf succulence (measured as water per unit leaf area), a strategy to reduce salt 484 concentrations in photosynthetic tissues (Han et al., 2013) , is another known mechanism of salinity tolerance in some plants, including tomato (Cuartero and Fernández-Muñoz, 1998) .
486
The hierarchical clustering of accessions and traits showed that both S. cheesmaniae and S.
487
galapagense accessions each formed a cluster of accessions with increased leaf succulence 488 and low leaf Na concentrations. This might be caused by the succulence increasing cell size,
489
thereby diluting the salt without increasing the leaf (Munns et al., 2016) .
490
The accumulation of Na + relative to biomass can also be an indicator of salinity tolerance. We thank Igor Silva and Derek Burgess for assisting with logistics throughout the project,
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